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	False Pos. Rate
	PANP cutoff
	MAS_P/A Alpha

	0.00
	0.00
	0.00

	0.01
	0.01
	0.004

	0.02
	0.02
	0.012

	0.03
	0.03
	0.02

	0.04
	0.04
	0.026

	0.05
	0.05
	0.032

	0.06
	0.06
	0.037

	0.07
	0.07
	0.042

	0.08
	0.08
	0.049

	0.09
	0.09
	0.056

	0.10
	0.10
	0.061


Table S1. Equivalence of PANP cutoffs with MAS-P/A alpha cutoffs. Approximate equivalence is derived by aligning to resulting FP rates.
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Figure S1. True Positives CDF curves for spike-in transcripts, all 28 Latin Squares chips (dashed blue lines), resulting from use of 0.05 cutoff. Preprocessing is GCRMA. Vertical lines represent log2(intensities) at 3 cutoff values, repeated for all 28 chips each. In black, 28 per-chip NSMP survivor functions are overlaid.
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Figure S2






Total Accuracy plots, defined as mean (TP+TN rates) vs. spikein concentration level. Solid lines denote PANP, while MAS-P/A uses dashed lines. Results using several equivalent cutoffs are shown (equivalence via FP rates, as in Table 1). Same colors are used for equivalent cutoffs. MAS5.0 preprocessing was used for PANP in this figure.

